: Strains used in this study Table S2 : p values for relative differences between protein levels in the WT vs ESX-1-deficient strains Table S3 : espK and espJ paralogs in M. marinum are found in pairs Table S1 : M. marinum strains used in this study Table S2 : p values for relative differences between protein levels in the WT vs ESX-1-deficient strains. "-" indicates a p value of <.0001. p values were determined by a two tailed Student's t-test. Figure S3 : Pearson correlation coefficients and the significance of correlation for all proteins in this study in the CL and CF. Correlation coefficients for Esx-1 associated proteins and controls in the cell lysates (A), and the significance of these correlations (B) are shown. Correlation coefficients for proteins in the culture filtrates (C) and the significance of these correlations (D) are shown. Pearson's correlation coefficients (r) were calculated using the area ratios of Esx-1-associated and control (EsxN and MMAR_2929) proteins. The p-values computed by fitting a linear model using R. Shaded grey indicates correlation coefficients that were considered significant; * p ≤0.05, ** p ≤0.01. 5 and S superscripts refer to proteins secreted by the Esx-5 and Sec secretion systems, respectively. EspE, and EspK, EspJ and PPE68, which were defined in this study. Our findings indicate that EspL, EccB, EccCb, EsxA and EsxB (Dark Blue) are required for the export of all esx-1 encoded substrates (light blue). In the absence of EspB, EspG, EccA and EspI (medium blue) the levels of all Esx-1 proteins measured in this study were reduced. We propose that these proteins function as chaperones for esx-1. Proteins in white were not measured in this study. Potential interactions based on the correlation coefficients, which need further testing, are indicated by dotted lines (EspK and EspJ, EspF, PPE68).
A. Correlations between Esx-1-associated proteins in the CL

C. Correlations between Esx-1-associated proteins in the CF
